DAYER 
SEQUENCE LISTING 

<110> Dayer, Jean-Michel 
Burger, Danielle 
Kohno, Tadahiko 
Edwards iii, carl K. 

<120> APO-A-1 REGULATION OF T-CELL SIGNALING 

<130> 06843.0035-00000 

<140> Not Yet Assigned 
<141> 2001-03-13 

<150> 60/189,008 
<151> 2000-03-13 

<150> 60/193,551 
<151> 2000-03-31 

<160> 4 

<170> Patentin Ver. 2.1 

<210> 1 

<211> 801 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> sig_peptide 

<222> (20)..C91) 

<400> 1 

tiff nnf^lf cggtgctgac cttggccgtg ctcttcctga cggggagcca ggctcqqcat 79 
ttctggcagc aagatgaacc cccccagagc ccctgggatc qaataaaaaa cctnn??^rt i^q 
Vcli?oX aa?JgrJ.^%' agacag?gg'c agag???atg ?g?c^?tg^^? t'gal^gct'c" I99 
ttrllf^^^^ aacagctaaa cctaaagctc cttgacaact gggacagcgt gacctccacc 259 
ttcagcaagc tgcgcgaaca gctcggccct gtgacccagg agttctqqqa taacctaaA^ iiQ 
q???t^ccr? gcaggagatg ag?aaggat? JggagJ^^?? gaaggcclag 379 

gtgcagccct acctggacga cttccagaag aagtggcagg aqqaqatqqa actctacrnr 4^q 
c???ai^a?^ t^ctL'J^^^ cgcagagct^ calgl^gg?^ c^?g??ait gcJg^acg^g ^99 
ctgcaagaga agctgagccc actgggcgag gagatgcgcg accqcqcaca cQccc^tntn ^?q 
gacgcgctgc gcacgcatct ggccccctac igcgacgagc tgcgcca?cq cttaa^^aJa fiiQ 

iiiii^m iiiiitim r.iiu^ti iitik ikB 

lllllllZ iltlllltll r=""^=^ '^"5="" ^^"^lliil lu 



<210> 2 
<211> 267 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Lys Ala Ala val Leu Thr Leu Ala val Leu Phe Leu Thr Gly ser 
15 10 1^ 

Gin Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin ser Pro Trp 

25 30 
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DAYER 

ASP Arg val Lys Asp Leu Ala Thr val Tyr val Asp val Leu Lys Asp 

40 45 

sen Gly Arg Asp Tyr Val Ser Gin Phe Glu Gly Ser Ala Leu Gly Lys 

oKj 55 '■'^ 



60 



Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp'/Asp ser val Thr ser Thr 



• 75 80 



Phe ser Lys Leu Arg Glu Gin Leu Gly Pro val Thr Gin Glu Phe Tro 

85 90 95 

ASP Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met ser Lys 

J-uu 105 110 

Aspl Leu Glu Glu val Lys Ala Lys val Gin Pro Tyr Leu Asp Asp Phe 
-^•L^ 120 125 

Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu 

•^^^ 135 140 

pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu 

155 160 

g Leu Gin Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Arg Ala 

^) 



if? 



Ml? 



175 



Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr ser Asp 



190 



Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn 

-'■^^ 200 205 

Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu 
^■LU 215 220 

ser Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin 

235 240 

Gly Leu Leu Pro val Leu Glu ser Phe Lys Val Ser Phe Leu ser Ala 

'^^^ 250 255 

Leu Glu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 

260 265 



3 



<210> 3 

<211> 170 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> PEPTIDE 
<222> (1)..(170) 

<223> 18 kDa N-terminal fragment 
<400> 3 

ASP Glu Pro Pro Gin Ser Pro Trp Asp Arg val Lys Asp Leu Ala Thr 

5 

val Tyr Val Asp val Leu Lys Asp Ser Gly Arg Asp Tyr val ser Gin 

25 30 
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Phe Glu Gly ser Ala Leu .ly Lys Gin l.u Tn^Leu Lys Leu Leu Asp 

4 5 

ASP Trp ASP ser val Thr Ser Thr Phe ser Lys Leu Arg gIu Gin Leu 

"'■^ 60 
Gly pro val Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu 

75 80 
Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu val Lys Ala Lys 

val Gin pro Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met 

105 110 

Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu 
■^■L^ 120 125 

Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro Leu 

i5:> 140 

Gly Glu Glu Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg 

Thr His Leu Ala Pro Tyr ser Asp Glu Leu 

165 170 

<210> 4 
<211> 510 
<212> DNA 

<213> Homo sapiens 
<400> 4 

gt1??caaag acag?gic'ag agl??ajg?a ?c??a??t%^n' tggccactgt gtacgtggat 151 
cagctaaacc taaagctcct tafcaactJa Itf^nf^lJ,^ aaggctccgc cttgggaaaa 211 
cgcgaacagc tcgg^cctgt S?c?fS5f§ t?r?^n^^?! cctccacctt cagcaagctg 271 
ggcctgaggc aggagatgag ctaggtt??? llalSn^ fnn^^^^^^^ ggagacagag 331 
ctggacgact tccagaagai gtqqctaaaa §aaa?^^^^r ^^gccaaggt gcagccctac 391 
ccgctgcgcg cagagct?ca igiggg?q?a catHait^nr Inl^^.^^^^t g^^Qgtggag 451 
ctgagcccac tgggcqaqaa qatacarnar rnrn^^^^^^ tgcacgagct gcaagagaag 511 
acgcatctgg c???cttclg cga?glg??g ^^cgcgcgcg cccatgtgga cgcgctgcgc 571 
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